named C/EBPα-1, C/EBPγ-1, and C/EBPζ-1. The PCR and protocols were performed 189 as described above. All plasmid constructs were verified by sequencing. Table 2 . second-and third-instar gonads. In male gonads, the mRNA levels of SnKLF10 (P < 252 0.01) and SnC/EBPα (P < 0.01) were up-regulated from the second to the third instar, 253 while SnC/EBPγ (P < 0.05) and SnC/EBPζ (P < 0.05) were down-regulated (Fig. 4A ).
254
In female gonads, the mRNA levels of SnKLF10 (P < 0.01), SnC/EBPα (P > 0.05), 255 and SnC/EBPζ (P > 0.05) were up-regulated from the second-to the third-instar, 256 while SnC/EBPγ (P < 0.05) was down-regulated ( are labeled with arrowheads (Fig. S1 ).
286
Promoter analysis 287 We then sought to determine the core promoter region required for promoter 288 activity within the upstream SnC/EBPs gene sequences. Deletion constructs were 289 transiently transfected into the 293T cell lines, and luciferase activity was detected.
290
C/EBPα-1 to C/EBPα-6 displayed elevated promoter activity relative to pGL3-basic, 291 with C/EBPα-6 having the highest promoter activity ( respectively (Fig. S1B ). C/EBPζ-displayed higher promoter activity than the 299 pGL3-control, and promoter activity rapidly increased from C/EBPζ-1 to C/EBPζ-5, 300 and decreased markedly from C/EBPζ-6 to C/EBPζ-7 (Fig. 7C) , which indicated the 301 presence of an enhanced promoter region located at nucleotides 164 to 609 (Fig. S1C ).
302
Moreover, the core promoter region was located completely in intron 1 (Fig. S1C ). 
310
In the present study, a KLF10 gene was identified and characterized from S. With respect to SnKLF10 and SnC/EBPs, we found that the expression of SnKLF10 349 followed a very similar pattern to that of SnC/EBPα (Fig. 3A and B) . To analyze the effect of TFs on the activity of SnC/EBPs transcription, a series of 396 deletion constructs was generated and Luciferase reporter gene assays were performed.
397
The core promoter regions of SnC/EBPs were determined, and found to contain many 398 potential TFBSs for TFs. The core promoter region (nucleotides -204 t0 -17) of 399 SnC/EBPα contained TFBSs for KLF5 and NFKB1 (Fig. S1A) 
